Yeast Phosphorylation Site Database - Paper Annotation Form


001 Gene Name: _________
005 (S  T  Y)
006 Residue #: _______

007 Experimental Evidence for Phosphorylation (circle all that apply):
	001
	Mass spec sequencing of a phosphopeptide
	008
	Recognized by anti-pY antibody

	002
	Mass determination of a phosphopeptide
	009
	Mutation of the residue affects activity

	003
	Phosphopeptide fingerprint 
	010
	Phosphorylation of synthetic peptide bearing the residue

	004
	Shift in protein mobility on SDS – PAGE
	011
	Identity to known phosphorylation on species orthologue

	005
	Loss of 32P label from protein with a mutation
	012
	Loss of phosphorylation in vitro with mutation

	006
	Recognized by an anti-phosphopeptide antibody
	013
	D or E substitution enhances activity

	007
	Recognized by anti-pT/pS antibody
	014
	Edman degradation of peptide

	
	
	015
	Loss of isoelectric isoform with mutation


010 Function of the Phosphorylation: 
	001
	activates the protein function
	007
	Excludes protein from nucleus

	002
	inhibits the protein function
	008
	Modifies interaction with an allosteric regulator

	003
	Target protein for degradation
	009
	Required for protein function

	004
	Inhibits a protein interaction
	010
	Inhibits interaction with small molecule or ligand

	005
	Promotes a protein interaction
	011
	Regulates subcellular localization of protein

	006
	Targets to nucleus
	012
	Increases protein stability

	
	
	013
	Inhibits DNA binding


012 Protein Kinase Catalytic: ___________
016 Subunit: _________

020 Evidence for Kinase: 
	001
	protein kinase required for phosphorylation in vivo
	003
	species orthologe phosphorylated by corresponding species protein kinase

	002
	phosphorylation in vitro by protein kinase
	004
	phosphorylated residue within a defined consensus


022 Phosphatase Catalytic: _________     026 Phosphatase Subunit: ____________

030 Evidence for Phosphatase: 
	001
	protein phosphatase genetically required for dephosphorylation
	003
	species orthologe dephosphorylated by corresponding species protein phosphatase

	002
	dephosphorylation of residue in vitro by protein phosphatase
	004
	


032 Condition Where Phosphorylation is Specifically Detected:
	001
	response to glucose
	008
	nitrogen starvation/ poor nitrogen
	015
	good nitrogen source

	002
	fermentable carbon
	009
	carbon starvation/ poor carbon
	016
	oxidative stress

	003
	pheromone
	010
	Cell Cycle Regulated - G1phase
	017
	sporulation

	004
	heat shocked cells
	011
	Cell Cycle Regulated - M phase
	018
	Unfolded protein response

	005
	DNA Damage-Induced
	012
	Cell Cycle Regulated - S phase
	019
	Cell wall integrity challenge

	006
	response to phosphate
	013
	Cell Cycle Regulated - G2 phase
	020
	

	007
	amino acid starvation
	014
	hypotonic stress
	
	


Does a mutation of the residue produce a phenotype?  (Y/N) _____

034 Notes 
PMID:________________________

